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The 17.7 kDa mitochondrial matrix protein cyclophilin

D (CycD) is involved in opening of the mitochondrial

permeability transition pore which is thought to be a

key event in triggering apoptosis of the host cell

(Crompton 2000). Low molecular weight ligands

binding to CycD can prevent this process and are

expected to be useful in the treatment of Parkinson

disease (Costantini et al. 2001).

3D HNCA, 3D HNCACB, 3D CBCA(CO)NH,

and 3D 15N,13C NOESY-HSQC recorded on 15N,13C

labelled recombinant CycD were employed to obtain

(a) an essentially complete backbone assignment

(1HN/15N: 95.6%; 13Ca,1Ha,13Cb: 90.9%) using a

Monte Carlo/Simulated Annealing (MC/SA) program

(Hoffmann et al. 2005), and (b) a high extent sidechain

assignment (aliphatic 1H/13C: 87.4%; 13CH3

(I,L,V,A,T,M): 87.4%; sidechain aromatic 1H (F,Y,W):

87.5% sidechain amide-15NH2 (N,Q): 61.5%). Alloca-

tion of methyl groups and side-chain atoms was achieved

applying an automated iterative NOE based side-chain

signal assignment approach (to be published). BMRB

accession number 7310.
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